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FIGURE 2 
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FIGURE 3 
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FIGURE 4 
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FIGURE 6 



ODN SEQ ID NO:1 sensitizes HT-29 colon 
carcinoma cells to TS-targeting drugs 



- *->oDN SEQ ID N07 + RTX 

* ODN SEQ ID NO:7 + 5 + FudR 
-O- ODN SEQ ID NO:1 + RTX 

' ODN SEQ ID NO: 1+ 5 + FudR 




Drug Concentration (nM) 



6/16 



WO 2005/070469 



PCT/CA2005/000069 



, Figure? SEQ ID NO: 1 Inhibits Proliferation of 

Mesothelioma Cells 
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Figure 7 MCF-7 breast carcinoma 
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Figure 9 
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Figure 10 



SEQIDNO:l Enhances ALIMTA 

Cytotoxicity 
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Figure 1 0 

MCF-7 breast carcinoma 
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Figure 1 1 
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Figure 12 



SEQ ID NO:l Does Not Affect 
Gemcita bine Cytotoxicity 
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Figure 13 

gi|37478|emb|X02308.1|HSTSYNl Human mRNA For Thymidylate Synthase (EC 
2.1.1.45) 

GGGGGGGGGGGGACCACTTGGCCTGCCTCCGTCCCGCCGCGCCACTTGGCCTGCCTCCGT 

CCCGCCGCGCCACTTCGCCTGCCTCCGTCCCCCGCCCGCCGCGCCATGCCTGTGGCCGGCT 

CGGAGCTGCCGCGCCGGCCCTTGCCCCCCGCCGCACAGGAGCGGGACGCCGAGCCGCGTC 

CGCCGCACGGGGAGCTGCAGTACCTGGGGCAGATCCAACACATCCTCCGCTGCGGCGTCA 

GGAAGGACGACCGCACGGGCACCGGCACCCTGTCGGTATTCGGCATGCAGGCGCGCTACA 

GCCTGAGAGATGAATTCCCTCTGCTGACAACCAAACGTGTGTTCTGGAAGGGTGTTTTGGA 

GGAGTTGCTGTGGTTTATCAAGGGATCCACAAATGCTAAAGAGCTGTCTTCCAAGGGAGT 

GAAAATCTGGGATGCCAATGGATCCCGAGACTTTTTGGACAGCCTGGGATTCTCCACCAG 

AGAAGAAGGGGACTTGGGCCCAGTTTATGGCTTCCAGTGGAGGCATTTTGGGGCAGAATA 

CAGAGATATGGAATCAGATTATTCAGGACAGGGAGTTGACCAACTGCAAAGAGTGATTGA 

CACCATCAAAACCAACCCTGACGACAGAAGAATCATCATGTGCGCTTGGAATCCAAGAGA 

TCTTCCTCTGATGGCGCTGCCTCCATGCCATGCCCTCTGCCAGTTCTATGTGGTGAACAGT 

GAGCTGTCCTGGCAGCTGTACCAGAGATCGGGAGACATGGGCCTCGGTGTGCCTTTCAAC 

ATCGCCAGCTACGCCCTGCTCACGTACATGATTGCGCACATCACGGGCCTGAAGCCAGGT 

GACTTTATACACACTTTGGGAGATGCACATATTTACCTGAATCACATCGAGCCACTGAAAA 

TTCAGCTTCAGCGAGAACCCAGACCTTTCCCAAAGCTCAGGATTCTTCGAAAAGTTGAGA 

AAATTGATGACTTCAAAGCTGAAGACTTTCAGATTGAAGGGTACAATCCGCATCCAACTA 

TTAAAATGGAAATGGCTGTTTAGGGTGCTTTCAAAGGAGCTTGAAGGATATTG 

TAGGGGTTGGGCTGGATGCCGAGGTAAAAGTTCTTTTTGCTCTAAAAGAAAAAGGAACTA 

GGTCAAAAATCTGTCCGTGACCTATCAGTTATTAATTTTTAAGGATGTTGCCACTGGGAAA 

TGTAACTGTGCCAGTTCTTTCCATAATAAAAGGCTTTGAGTTAACTCACTGAGGGTATCTG 

ACAATGCTGAGGTTATGAACAAAGTGAGGAGAATGAAATGTATGTGCTCTTAGCAAAAAC 

ATGTATGTGCATTTCAATCGCACGTACTTATAAAGAAGGTTGGTGAATTTCACAAGCTATT 

TTTGGAATATTTTTAGAATATTTTAAGAATTTCAC 

CTGAGTAACACCATCGATCATGATGTAGAGTGTGGTTATGAACTTTATAGTTGTTTTATAT 
GTTGCTATAATAAAGAAGTGTTCTGC 
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